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/ ABSTRACT \ RESULTS

To learn more about the bacterium, Elizabethkingia anophelis, we researched , e .
a pathway of five heat shock proteins and gathered information to aid Dir. Accordlng to en-WlklpedlaOl‘g ’ hee A
Canaan in her research. After researching these proteins using the RAST and be expressed during other stresses i
BLAST databases provided, we found that these proteins can be caused by o
stress and can oversee the correct folding and packaging of proteins. We also
found that these proteins were transcribed in all three growth conditions group per fOI’ m chaper one funct v
which means they contribute to the process of making mRNA. Our research
concludes the transcription of these five heat shock proteins.
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heat shock proteins are caus | situations. The
‘ gene 1s also known as heat shock It 1S a CO-
perone to heat shock protein 60 and they together They aid
1n overseeing the correct folding and packaging of proteins so that
they function correctly (2). All are either co-chaperones or part of

’ the chaperone family, and aid in the folding and over watching of

correct protein packaging.

All of our genes were transcribed which means that their DNA 1s in

the process of converting to mRNA (3).

This process goes through the following steps:

* RNA polymerase, together with one or more general
transcription factors, binds to promoter DNA.

* RNA polymerase creates a transcription bubble, which separates
the two strands of the DNA helix. This 1s done by breaking the
hydrogen bonds between complementary DNA nucleotides.

* RNA polymerase adds RNA nucleotides (which are
complementary to the nucleotides of one DNA strand).

* RNA sugar-phosphate backbone forms with assistance from RNA

2Se transport protein and peg.1798 (a hypothetical proteln : polymerase to form an RNA strand. - |
* Hydrogen bonds of the RNA-DNA helix break, freeing the

,1s peg.2313, a Aconitate hydratase and peg.2315 (a newly synthesized RNA strand.

al protein) : If the cell has a nucleus, the RNA may be further processed. This
may include polyadenylation, capping, and splicing.

The RNA may remain in the nucleus or exit to the cytoplasm
through the nuclear pore complex (5).
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/ INTRODUCTION

Elizabethkingia anophelis 1s a gram-negative, rod-shaped
bacterium which as resulted i tbreak of mainl
bloodstream infections in Michigan
and Ill1n01s (1) Affectin over 6
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MATERIALS AND METHODS
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